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Semantic relationship-oriented biological text retrieval

LI Jiao, HUANG Min-lie, DING Shi-lin, YU Hao, ZHU Xiao-yan

(State Key Lab of Intelligent Technology and System, Department of Computer Science
and Technology . Tsinghua University, Beijing 100084, China)

Abstract ;: Based on natural language processing (NLP) technique which can automatically generate patterns
from biological texts, relation extraction and text retrieval were fused to enhance the results of
relationship-oriented biological text retrieval. Experimental results of TREC (text retrieval conference)
genomics track show that the performance of relationship-oriented biological text retrieval can be improved
by 15. 34% in terms of mean average precision (MAP).
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